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Seq**
fRNT DI L 72 DT — 4 TT,
Sample_name | Value Sequence
Sample 1 8.4748 aatcctgtggggattttttttttttt
Sample 2 3.9753 ggtcatgtttattag
Sample N 16.2322 | atttttaaatggccecgtgtttgtat

#1 Seq 77ANVDT7H—~< b
1HIH - o7 rosnn, 2508 @ iEEE, 35IH @ HEAERS)
TATEHIIMT SN ETARKLETTOT, MY TNV EANTENTLIEIN,

ComQ2_**
Q2 OMEFENIMIT CH I SND 7 7 ANV TT, £/ 7 7 TERTIHEICHEAAL T 714
LTI,

Filename Max_Q2 Components | # of sample
1~5 0.688996 1 39
1~6 0.663933 4 39
36~40 0.706775 3 34

2 ComQ2 77 A NVDT7 —~ b
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>filename Sample 1 Sample 2 | Sample N
>Target 0.01 020 = 1.00
Variable 1 3 r 10
Variable 2 5 o 2
Valiable M 2 T 0

#3 PLSData 77 ANVDT7r—~<v b
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PLS FJRIZEWTC, Wi 2 B2 -2 0ZNEND Q2 L& 7 izxt L TOFHIEN
HhOEnEd, 2077400 bixkk Q2 2HHT 5 & &OEAELEDE (components)

ZANET,
>PLS(Cross Validation)

1 | ># of components= | 1

1 | samplelD :0 8.4748 16.97266

1 | samplelD :1 3.9735 10.94786

1 | samplelD :N 16.2322 6.597798

1]Q2= 0.8200521 |

2 | ># of components= | 2

2 | samplelD :0 8.4748 15.63982

2 | samplelD :1 3.9735 5.963098

2 | samplelID :N 16.2322 10.35826

2 | Q2= 0.8679568 |

K | ># of components= | K

K | samplelD :0 8.4748 14.67989

K | samplelD :1 3.9735 8.799194

K | samplelID :N 16.2322 15.27969

| K| Q2= 0.718372 |
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WELIZET VOV TOFRBIH IS E T, 774 400N TT,

>PLS e
K fiE
>Components = 10
>Rpred2 = 0.99827 5
Sample Name éy(Original) / - Y(predicted) THfiE
Sample 1 18.4748 . 18317337 |
Sample 2 13.9753 - [ 3.636633
Sample N 162322 | ["16:69105"

>Model Equation

PLS (3 ?_Qépxedlfmmmmmmmmm";%QZQQQG ..............
\\j\\Vaﬁabkal 0.403555
| Variable 2 0.738943
Valiable M 1.882595

K5 PLS(M)** 77 A NVDT7+—< b
B IZ# R L 72 components ®%(, Rpred, &> 7 /L OiEMAE & FHIME, TEICHEZEHD
PLS Rt sk,

Est**
FEBEDOBS|T —ZIZOWT, HOLNUDREEL CW=ET LV E2FEH L & &0 TFHIEN
HishEd,

Sample 1 8.317337
Sample 2 3.636633
Sample N 16.69105
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BRY v a BT DEIED, TEMEEICH T 2 FE5E L& OGN RBE &G E L p )2

HAINET, TOT7 7 ANVESEID, HEHNICHE T, HFHE RS KEWHEELZ AR

Tvarynbiitti L, s e LET (2O 7 7 A 1% [Cal. Of Sequence value]
W5 2 & CHEMICRERSIAE ) SNET), HEHICHE BEREEN WG EIEH

BEORE b REWVERELMBLET, £/, 77 AV TFEICIE, &P 7 o0 T PLS

R EEE L &S OBRENRH DS ET,

>Pos. 1 2 X
a 0.01242 | 0.053982 0.213496
c 0.02053 | 0.020312 0.023274
........ YD

g -0.26528 | -0.16343 -0.06176

0.203302 | 0.136019 -0.09417
>t-value
a -0.64209 | 0.747744 4.725264
c 0.235961 | 0.268696 | 0.393336 "
g -4.97388 | -3.85075 -2.78461
t 1.295527 | 2.988645 -1.3822
>p-value
a 0.26296 | 0.22967 0.000164
c 0.407382 | 0.394831 | 0.348164 o i
g 0.000765 | 0.00026 0.004198
T 0.10158 | 0.002478 0.087595
Sample 1 g S ¢

-0.19501 | -0.01004 -0.05905
Sample 2 a c | c

0.001843 | 0.023211 -0.18296
Sample N a c g

0.168598 | 0.339402 | = -0.00311

&7 NtValue 77 A VD7 x—<v b
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NtValue 7 7 A /L& FEIC, #EBS & ZFDOEFIOERL, BLOEED Seq 7 7 A L OEL
FNCOWTEANDOEALANHDENE T, Z ORI OELRZFEEIC, EHEEICTT 2 Kkl
PNOFHGELA) OFNVOEIOEFESEEL TS ENTEET,

SampleName Original Value Seq_Value Sequence
Optimal_Sequence 16.30994 (5)1- (a)(a)(t)ta(a)(a)aa- 9
Sample 1 8.4748 3.5564195 aatcctgtggggattttttttttttt
Sample 2 3.9753 5.807796 ggtcatgtttattag

Sample N 16.2322 2.795914 atttttaaatggeccegtgtttgtat

#8 Svalue 77 A LVD 73—~ b

HRFE T > 725850 A3 BBl 8 T, Mt D FILE OESN DO IEALEZR L TOET, (2
D&, B 1~9 D aattaaaaa DEEAEYITT, FWmAL LR E L TWDHHEIE
9-aattaaaaa-1(3)D X 5 I OB FRWER LARmRIZ@) LRI ET, 2k, OFFGE
MICHER b DONENS T2 EHBRLET,)






